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QUESTIONS

1. Is there any population structure?
* Gene flow patterns
* Genetic diversity
2. Is there any evidence for environmental adaption associated

with migratory behavior?
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THE DATA

1. One High Quality Genome
* Reference Tool
* Average Depth 50X

2. Many Low Coverage Genomes

* Assessing Population Level Genetic Variation
214 BUOWs

* Coverage: 0.978X (0.0104X - 2.132X)
e Genetic Variants: 2M - 10M
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INBREEDING HIGHER IN RESIDENTS
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STRUCTURED RESIDENTS
VS.
HIGH GENE FLOW MIGRANTS
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Clear
Panmixia
Among
Migrants
and
Structure
Among
Residents

PC2: 1.48%

L
A A
MIGRANTS,
| A wa A Ao |
40 7
A or-p
A or-B
A sp
| A
331 A ur A
a
A\ co o
A N
RESIDENTS
10, @ CA-Nor
| @ Ny ;
O AZ-LH
© AZ-P
O CcA-R [ ee—
25{ @ CA-SD 0 S00km 1000
O ca-tmp .
-130 -120 -110 -100
A
Migrants
0.4
A
0.2
A
A
& A
4
0.0 A & A
a b oo A
-0.6 -04 02 0.0
PC1: 1.58%

0
0.4
: All
0
i
0
i
0.2 |
s
wn
S
= nl
& 1]
[$]
o
i
"
g oo
a ] p O 0 0
0.0 ﬁ‘ i
il
I
0
0.0 04 0.2 0.3 0.4
PC1:1.172%
0.2 e I}
Residents ;
b
I]I]
0
ﬁ%
i D
0.0
ng O
p [ 0p
0
= i
3
T y 1]
o~
e I
-0.2 L
0
1]
-04 o
-04 -0.3 -0.2 -0.1 0.0 0.1

PC1:2.34%




STRUCTURED RESIDENTS
VS.

HIGH GENE FLOW MIGRANTS:

GENETIC DIFFERENTIATION




STRUCTURED RESIDENTS
VS.
HIGH GENE FLOW MIGRANTS:
ISOLATION BY DISTANCE
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QUESTIONS

1. Is there any population structure?
* Gene flow patterns
* Genetic diversity
2. Is there any evidence for environmental adaption associated

with migratory behavior?




QUESTIONS

1. Is there any population structure?
* Gene flow patterns — migrants panmictic, residents in IBD
* Genetic diversity — higher inbreeding among residents

2. Is there any evidence for environmental adaption associated
with migratory behavior?




Fst

08 -

06

04

0.2 4

00 -

5 RES

1 12 2 3 4 42 5 B T 88 1N

Pooled Migrants Together and Residents Together --> Genomewide
FSTs = Top 0.1% Loci in Top 0.01% 50kb Windows

T T T T T 1T 1 ITTmm

13

17 20 26



50+

45+

401

35+

30+

251

(’J

.-/"f

RESIDENTS
@ CA-Nor
O NV
O AZ-LH
O AZ-P
O CA-R
@ CA-SD

PC1:6.74%

500km

|

|=| CA-Imp

-130

~100

0.10

0.05 ~

0.00

—0.05 ~

-0.10

025
PC2: 2.72%



Accuracy importance R? weighted importance
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QUESTIONS

1. Is there any population structure?
* Gene flow patterns — migrants panmictic, residents in IBD
* Genetic diversity — higher inbreeding among residents

2. Is there any evidence for environmental adaption associated
with migratory behavior?
- There seems to be!




Questions?
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Colorado 0.000
Idaho 0.053 0.000
Imperial 0.055 0.068 0.000
LakeHavasu 0.060 0.077 0.080 0.000
LasVegas 0.046 0.072 0.078 0.072 0.000
NewMexico 0.027 0044 0.050 0045 0.033 0.000
NorCal 0.066 0.090 0.092 0.095 0.080 0.064 0.000
Oregon-Baker | 0.041 0.062 0.066 0.067 0.051 0.036 0.075 0.000
Oregon-Depot | 0.041 0063 0068 0069 0.052 0034 0075 0.049 0.000
Phoenix 0.060 0.076 0.074 0089 0.084 0.067 0.097 0.071 0.074 0.000
Riverside 0.039 0058 0.060 0058 0.049 0025 0074 0044 0047 0.074 0.000
SouthDakota 0.053 0068 0.068 0077 0.072 0045 0089 0.062 0063 0.076 0.056 0.000
Utah 0.049 0.062 0.065 0070 0.064 0035 0084 0056 0.058 0.074 0.049 0062 0.000
Washington 0.026 0.041 0.048 0.045 0.038 0.014 0061 0.034 0.033 0.066 0.024 0.043 0.033 0.000
SanDiego 0.060 0076 0.077 0084 0.077 0052 0095 0068 0.069 0.084 0.064 0076 0.071 0.051 0.000




	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5
	Slide Number 6
	Slide Number 7
	Slide Number 8
	Slide Number 9
	Slide Number 10
	Slide Number 11
	Slide Number 12
	Slide Number 13
	Slide Number 14
	Slide Number 15
	Slide Number 16
	Slide Number 17
	Slide Number 18
	Questions?
	Slide Number 20
	Slide Number 21

